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FIG.l 

A SWLAl: LIGHT CHAIN SEQUENCE 

DNA AND AMINO A CID SEQUENCE OF THE 
VL DOMAIN OF CHIMERIC ANTIBODY TEDW 

EooR\/(242) 

GGGGAT AT CCACCAT GG AGACAGAC ACAC T CCTGCT ATGGGT GCTGC T GCT CT GGGT T C CAG GT T CCACAGGT GACAT T GT 

► METDTLLLWVLLLWVPGSTGDI V 

Psti(377) 

GCTGACCCAATCTCCAGTTTCTTTGGCTGTGTCTCTAGGGCAGAGGGCCACCATATCCTGCAGAGCCAGTGAAAGTGTTGA 

► LTQSPVSLAVSLGQRAT I SCRASESVD 

Kprt(427) 

T AGT T AT GGCAAT AGT T T T AT GAACTGGT ACCAGC AGAAAC CAGGAC AGC CAC CC CAACT CC T C AT CT AT CGT G CAT C CAA 

► SYGNSFMNWYQQKPGQPPQLL I YRASN 
Xb^(482) 

TCT AGAAT ACGGGATCC CTGC CAGGTT CAGTGGCAGTGGGT CTAGGACAGACTTCACCCT CACCATTAATCCTGTGGAGGC 

► LEYGI PARFSGSGSRTDFTLT I NPVEA 
TGATGATGTTGCAACCTATTACTGTCAGCAAAATAATGCGGATCCTCCCACGTTCGGAGGGGGGACCAAGTTGGAAATCAA 

► DDVATYYCQQNNADPPTFGGGTKL E I K 

Sail (650) 

ACGTAAGTCGACGCT 

► R K S 



B SWLAl: HEAVY CHAIN SEQUENCE 

DNA AND AMINO ACID SEQUENCE OF THE 
VH DOMAIN OF CHIMERIC ANTIBODY TEDW 

EcoRV (242) 

GGGGATATCCACCATGGCTGTCTTGGGGCTGCTC^^ 

► mavlgllfclvtfpscvlsqv 

AGCTGAAGGAGTCAGGACCTGGCCTGGTGGCGCCCTCACAGAGCCT 

►qlkesgpglvapsqslsi tctvsgfs 

TTAACCAACTATGATATAAATTGGGTTCGCCAGCCT 

► ltnydi nwvrqppgkglewlgi iwgd 

CGGGAGCACAAATTATCATTCAGCTCTCATATC CAGACTGAGCATCAG CAAGGATAACTCCAAGAGCCAAATTTTCT 

► GSTNYHSAL I SRLSI SKDNSKSQI F 

TAAAACTGAACAGTCTCCAAACTGATGACACAGCCACGTACTACTGT 

► lklnslqtddtatyycnypclyfygm 

Nhel (663) Sail (684) 

GACTACTGGGGTCAAGGAACCTCAGTCACCGTCTCTTCAGCT^ 

► dywgqgtsvtvssas 
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FIG. 2 

A SWLA2: LIGHT CHAIN SEQUENCE 

DNA AND AMINO ACID SEQUENCE OF THE 
VL DOMAIN OF CHIMERIC ANTIBODY TEFE 

EooRV{243) 

GGGGATATCCACCATGGATTTTCAAGTGCAGATTTTCAGCTTCCTGCTAATCAGTGTCACAGTCATATTGACCAATGGAGAAA 

► MDFQVQI FSFLL I SVTVI LTNGE 

BstEII (372) Pstl (384) 

TTTTGCTCACCCCGTCTCCAGCAATCATAGCTGCATCTCCTGGGGAAAAGGTCACCATCACCTGCAGTGCCAGCTCAAGTGTT 

MLLTPSPAI IAASPGEKVTITCSASSSV 
Kpnl (419) 

AGTTACATGAACTGGTACCAGCAGAAACCAGGATCTTCCCCCAAAATCTGGATTTATGGTGTATCCAACCTGGCTTCTGGAGT 

► SYMNWYQQKPGSSPKIWI YGVSNLASGV 

TCCTGCTCGCTTCAGTGGCAGTGGGTCTGGGACATCTTTCTCTTTCACAATCAACAGCATGGAGGCTGAAGATGTTGCCACTT 

► PARFSGSGSGTSFSFT I NSMEAEDVAT 

Sail (642) 

ATTACTGTCAGCAAAGGAGTAGTTACCCATTCACGTTCGGCTCGGGGACCAAGCTGGAAATAAAACGTAAGTCGACGCT 

► yycqqrssypftfgsgtklei krks 



B SWLA2: HEAVY CHAIN SEQUENCE 

DNA AND AMINO ACID SEQUENCE OF THE 
VH DOMAIN OF CHIMERIC ANTIBODY TEFE 

EcoRV (242) Ndel (295) 

GGGATATCCACCATGGACSGGC^ 

► MDRLTSSFLLL I VPAYVL SQVTL 
GAAAGAGTCTOGCC^ 

► KESGPGI LQPSQTLSLTCSFSGFSLR 

CTTATGGTATAGGAGTAGGCTG^^ 

► tygi gvgwi rqpsgrglewlahi wwnd 

Seal (484) 

AATAAGTACTATAACACAGTCCTGAAGAGCCGGCT 

► nkyyntvlksrlti skdtsnnqvflki 

CGCGAGTGTGGA^CTGCAGATACrGCCACATA 

► asvdtadtatyycari eggsgydvmd 

Nhel (675) Sail (696) 

ACTGGGGTCAAGGAATCTCAGT 

► ywgqgi svtvssas 
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FIG. 3 



A SWLA3: LIGHT CHAIN SEQUENCE 

DNA AND AMINO ACID SEQUENCE OF THE 
VL DOMAIN OF CHIMERIC ANTIBODY TEFC 



5xFV(242) 

GGGATATCCACCATGATCAGT CCTGCCGAGTTCCTGTTTCTGTT^^GCTCTGGATT CGGGAAACCAACGCTTGATGTTGTG 

► mmspaqflfllvlwi retngdvv 

BSEI(347) 

ATGACCCAGACTCCACTCAC^^ 

► mtqtpltlsvti gqpasi sckssqsll 

C^TCGTGATGGAAGGACATA^ 

► DRDGRTYLSWLLQRPGQSPKRL I YLVS 
AAACIGGACT CTGGAGT CCCTGACAGGTT CACIGGCAGTGGAT CAGGGACAGATTT CACACTGAAAATCAGCAGAGT GGAG 

► kldsgvpdrftgsgsgtdftlki srve 

GCTGAQGATTIGGGAGTITA^ 

►aedlgvyycwqgthfpltfgagtklel 

Sdl(G53) 
AAACGTAAGTCGACC 

► K R K S 

J> SWLA3: HEAVY CHAIN SEQUENCE 

DNA AND AMINO ACID SEQUENCE OF THE 
VH DOMAIN OF CHIMERIC ANTIBODY TEFC 



EcoRV(1425) 
GATATCC&CC&TGGAC^^ 

► mdfglslvflvltlkgvqcdvklv 

► esggglvnpggslklscaasgftfssy 

BspEI (1611) 

TA(X7\TCTCITGG(^ 

► tmswvrqtpekrlewvasi ssggtyty 

► ypdsvkgrfti srdnakntlylqmtsl 

GAAGTFCTGAGGAC^ 

► ksedtamyycsrddgsygsyyyamdyw 

Nhel (1861) 

GGCJIXZAAC^AACCTCA^ 

► GQGTSVTVSSAS 
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FIG. 4 

SWLAl: LIGHT CHAIN SEQUENCE 

DNA AND AMINO ACID SEQUENCE OF THE 
ABERRANT VL DOMAIN 

EcoRI EcoRV 

CAGAATTCGCCCTTGGGGATATCCACCATGGAGACAGACACACTCCTGCTATGGGTACTGCTGCTCTGGGTTCCAGGT 

► metdtlllwvlllwvpg 

TCCACTGGTGACATTGTGCTGACACAGTCTCCTGCTTCCTTAGCTGTATCTCTGGGGCAGAGGGCCACCATCTCATAC 

►STGDI VLTQSPASLAVSLGQRAT I SY 

AGGGCCAGCAAAAGTGTCAGTACATCTGGCTATAGTTATATGCACTGGAACCAACAGAAACCAGGACAGCCACCCAGA 

► rasksvstsgysymhwnqqkpgqppr 

EcoO109l 

CTCCTCATCTATCTTGTATCCAACCTAGAATCTGGGGTCCCTGCCAGGTTCAGTGGCAGTGGGTCTGGGACAGACTTC 

► L L I YLVSNL ESGVPARFSGSGSGTDF 

PftMl 

ACCCTCAACATCCATCCTGTGGAGGAGGAGGATGCTGCAACCTATTACTGTCAGCACATTAGGGAGCTTACACGTTCG 

► tlni HPVEEEDAATYYCQHI reltrs 

GAGGGGGGACCAAGCTGGAAATAAAACGGNCTNATGCTGCACCAACTGTATCCATCTTNAAAANCATCAGTTCTAGAG 

► eggpswk* 

EcoRI 

aagggcgaattcc 



FIG. 5 

SWLAl : HEAVY CHAIN SEQUENCE 

DNA AND AMINO ACID SEQUENCE OF THE 
NON-EFFECTIVE 2ND VH DOMAIN 

EcoRV (242) 

GGGG^TATCCACCAI^^ 

► mnfgl swvffvvfyqgvhcevq 

GCITCTIXSAGACTCGTG^ 

► LVETGGGLVQPKGSLKLSCAASGFTF 

► NTNAMNWVRQAPGKGL EWVARI RSKS 

► NNYATYYADSVEDRFT I SRDDSQSML 

CEAICIGCAAAIGAACAACn^^ 

► YL QMNNL KTEDTAMYYCVRNYYDYDA 

Nhel (675) 

CTGCTCCGCITACIO^ 

► WSAYWGQGTVVTVSSAS 
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FIG. 6 

SWLAl: HEAVY CHAIN SEQUENCE 

DNA AND AMINO ACID SEQUENCE OF THE 
ABERRANT VH DOMAIN 

EcoRJ EcoRV 

C AGAATT CG C C CTTGGGGATATC CACCATGG AGAC AG ACACACT C CTG CT ATGGGTACTGCTGCT CTGGGTT C CAG GT 

► metdtlllwvlllwvpg 

TCCACTGGTGACATTGTGCrGACACAGTCTCCTGCTTCCTTAGCTGTATCTCTGGGGCAGAGGGCCACCATCTCATAC 

► STGD1 VLTQSPASLAVSLGQRAT I SY 
AGGGCCAGCAAAAGTGTCAGTACATCTGGCTATAGTTATATGCACTGGAA 

► rasksvstsgysymhwnqqkpgqppr 

EcoO109l 

CTCCTCATCTATCTTGTATCCAACCTAGAATCTGGGGTCCCTGCCAGGTTCAGTGGCAGTGGGTCTGGGACAGACTTC 

► L L I YLVSNL ESGVPARFSGSGSGTDF 

PflMI 

ACCCTCAACATCCATCCTGTGGAGGAGGAGGATGCTGCAACCTATTACTGTCAGCACATTAGGGAGCTTACACGTTCG 

► tlni hpveeedaatyycqhi reltrs 

GAGGGGGGACCAAGCTGGAAATAAAACGGNCTNATGCTGCACCAACTGTATCCATCTTNAAAANCATCAGTTCTAGAG 

► EGGPSWK- 

EcoRJ 
AAGGG CGAATT CC 

FIG. 7 

SWLA2: HEAVY CHAIN SEQUENCE 

DNA AND AMINO ACID SEQUENCE OF THE 
ABERRANT VH DOMAIN 

EcoRJ EcoRV 

GGAATTCGCCCTTGGGGATATCCACCATG<^ 

► mgwswvml fllagtagvl 

EcoRV 

CTCTGAGGTCCAGCTGCAACAGTCTGGACCTGAGCTGGTGAAGCCTGGGGCTTC^ 

► SEVQLQQSGPELVKPGASVK1 SCKTS 

GGAT ACACATT CACTGAAT ACAACATGCACTGGGTG AAAC AGAGCCATGGAAAGAG CCTTGAGTGGATTGGAGGT ATT A 

► GYTFTEYNMHWVKQSHGKSLEWI GGI 

ATCCTAACAATGGTGGTACTAGTTACAACCAGAAGTTCAAGGCCAAGGCCACATT^ 

► NPNNGGTSYNQKFKAKATLTVDKSSST 

AGCCTACATGGAGCTCCGCAACCTGACATCT 

► aymelrnltsedsavyycargv y DGY 

CTC CCTTTTGACTACTGXMGCCAAGGCACCACTCTCAC AGTCTCCTCAGC CAAAACAACAGC CCCATCGGTCTAT C C AC 

► sllttgakaplsqspqpkqqphrsi h 

TGGCCCCTG 

► W P L 
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